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MECHANISMS OF LONGEVITY:
FROM NAKED MOLE RATS TO WHALES

GUEST LECTURE by

Nucleus @Nese2a)  (TREX1
Intact DNA N DNA damage X
H2AX (
QW interferon [ R/ NVERa VAW RV/AVEN gl_’—hﬂ o = cGAS
W Cirey) XRGEGR
o TsAT |
MW Interferon [ R\ ‘ R ) )
NF-xB) (STING
Nuclear membr €GAS i—}ﬁ
(IRF3)
— NF-xB)

Mechanisms of senescence-induced inflammation.

Zhao et al. (2023) Nature Rev Immunol 23: 75-89
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Surveillance of retrotransposons. Gorbunova et al. (2021) Nature 596: 43-53

Lifespan-extending interventions

Long-lived species

2P~ '

Methionine metabolism

Anti-aging signatures

Young mutable genes

DA

— )
j":@ A. e A
I

Zhoan

é? -5

Proteolysis

Energy metabolism
U

Innate immune response
1

} ot | A
IGF-1 signaling 2 : - )
| Pro-aging signatures

Mitochondrial translation N

|
B

Ancient essential genes

DNA repair
1
| Transcriptomic signatures of longevity
\* =T /
il f Survival
B L Treatmant
p Y — ’ — ) } cait speed
KU0063794 Ml § Fraity index

Distinct longevity mechanisms across and within species and their
association with aaina. Tvshkovskiv et al. (2023) Cell 186:2929-49



